Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.009 Å; R factor = 0.084; wR factor = 0.258; data-to-parameter ratio = 23.6.
In the title compound, C 11 H 19 Cl 2 NO 2 , the oxazolidine ring is in an envelope conformation with the O atom forming the flap. In the crystal structure, molecules are linked by weak intermolecular C-HÁ Á ÁO hydrogen bonds, forming chains.
Related literature
For general background to N-dichloroacetyl oxazolidine, see: Agami & Couty (2004) ; Abu-Qare & Duncan (2002) ; Guirado et al. (2003) ; Davies & Caseley (1999) . For the bioactivity of related compounds, see: Del Buono et al. (2007) ; Hatzios & Burgos (2004) . For details of the synthesis, see: Fu et al. (2009) Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
We thank the Heilongjiang Province Foundation for Young Scholars ( (Agami & Couty, 2004; Abu-Qare & Duncan, 2002; Guirado et al., 2003; Davies & Caseley, 1999) . The discovery of N-dichloroacetyl oxazolidine as a herbicide safener has drawn widespread attention in agricultural biochemistry (Del Buono et al., 2007; Hatzios & Burgos, 2004) . As a part of our ongoing investigation of oxazolidine derivatives (Fu et al., 2009) we prepared the title compound.
The molecular structure of the title compound is shown in Fig. 1 . In the crystal structure, molecules are linked by weak intermolecular C-H···O hydrogen bonds to form one-dimensional chains (Fig. 2 ).
Experimental
The title compound was prepared according to the literature procedure (Fu et al., 2009 ). The single crystal suitable for X-ray structural analysis was obtained by slow evaporation in petroleum ether and ethyl acetate at room temperature. The title enantiomer spontaneously resolved from a racemic mixture during the crystallization.
Refinement
All H atoms were initially located in a different Fourier map. The C-H atoms were then constrained to an ideal geometry, with C-H = 0.96-0.98 Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.5074 (7) 0.9192 (4) 0.2071 (2) 0.0675 (11) Geometric parameters (Å, °) C1-C2 1.536 (6) C6-H6C 0.9600 C1-Cl2 1.750 (4) C7-O1 1.416 (5) C1-Cl1 1.775 (5) C7-C9 1.491 (7) C1-H1 0.9800 C7-N1 1.501 (5) C2-O2 1.218 (5) C7-C8 1.523 (7) 
